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Canine distemper virus (CDV) is a member of the morbillivirus genus, Paramyxoviridae family. CDV caused the epizootic in the populations of Baikal

seals (Phoca sibirica) in 1987-1988 practically simultaneously with PDV (Phocine distemper virus) morbilliviruses outbreak at seals in Northern Europe (Gracheyv,

ties on Lake Baikal and in

1989; Osterhaus, 1988). Our CDV studies in the Baikal seal population revealed distinct differences of the devel

t of ep

Northern Europe. After the 1988 epizooty, PDV (Phocine distemper virus) in European seals was not registered, but in 2002 it caused another destructive

t unck

epizooty, the virus of which was

ged (J

2002). CDV is constantly present in 40% of the Baikal seal population without causing a visible

increase of mortality (Belikov, 1999). Heterogeneity of virus in the population is high (Butina, 2003). It means that there is a high probability of frequent change of

the host.
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The following primers complementary to
the
phosphoprotein gene (P gene) of the virus
(Barrett, 1993) were used in polymerase

the conserved regions of

chain reaction:

5 GAAGAGGTTAAGGGAATCGAA
and 5 CGATCCAGCAACTATCCCCA.
The amplicon length was 389 bp.
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In 2002, we showed for the first time that

canine distemper virus was able to

acc in organisms of

infected with either the
s virulent CDV strain

(Snider Hill) or with a

mollusk homogenate.
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Young mollusks

poikilothermal animals (Gastropods of
the families Baicaliidae and Lymnaeidae)
without loosing infectiousness. The virus
lated in moll

acc ks was tested for

biological activity by infecting of virus-

sensitive  animals, namely, ferrets
(Mustela putorius) (Kondratov, 2003).
The virus was isolated from Limnea in

MDCK cell.

Limnea population is able to transfer

CDhV transovarian. Besides, we
confirmed the ability of the virus to
replicate in organisms of gastropods.
Thus, there has been found one of

natural reservoirs of morbilliviruses.

CDV in poikilothermal animals from Lake Baikal
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